Qmol: a program for molecular visualization on Windows-based PCs.
With the advent of powerful, inexpensive graphics hardware, a variety of molecular modelling tools are now available for personal computers (PCs). While a host of high-quality, free visualization programs exist for Unix-like operating systems, there are relatively few available for Microsoft Windows. Most programs that do run under Windows are designed to interactively visualize experimental data and cannot read binary trajectory data generated by molecular simulations. In addition, many of these programs do not accept command line arguments, limiting their ability to serve as a "helper" application to be run by other applications. To fill this gap in functionality, we present Qmol--a program designed for viewing the output of simulations and theoretical calculations of peptides and small molecules.